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Metabolomics & Lipidomics:

uncover the functional biology
behind observed phenotypes

Insights Enabled

Gain an unprecedented view into Define biologically
dynamic factors that modulate distinct human
health, disease pathobiology, and subpopulations

drug response across individuals.

Separate disease

Metabolites and lipids provide the most direct readout of
presence from

physiological activity, capturing the biochemical processes
that drive disease and therapeutic response. Comprehensive disease mechanism
measurement of the human metabolome is essential to

explain phenotypic variability among individuals who share

similar genetic backgrounds, clinical diagnoses, or lab values. Map functional

_ , metabolic states
These small molecule biomarkers read out non-genetic factors and

exposures that cannot be captured with traditional omics
approaches, providing a rich resource for discovery of novel biology.

The challenge has been profiling this complex chemistry at scale. Reveal system-

wide effects via

Sapient enables metabolite and circulating chemistry
lipid biomarker discovery at an

entirely new speed and scale. Capture exposure,

microbial, and drug-

Our proprietary rapid liquid chromatography-mass
spectrometry (rLC-MS) systems enable simultaneous .
capture of more than 15,000 metabolites and lipids per simultaneously

sample, in a single run.

related biology



Unparalleled coverage, speed,
and scalability enabled by
Sapient’s next-generation

rLC-MS innovations.

Category Sapient Discovery Metabolomics & Lipidomics
Metabolites >15,000 features per plasma sample including polar metabolites, polar lipids,
Captured nonpolar lipids, and bioactive lipids. Target panels also available.
Metabolite Up to 1,400 metabolites identified using our library of >13,000 reference standards
Identification enriched for key human metabolic pathways, biochemical processes & disease drivers.
Unknown Putative structural identification using our database of >6 million MS2 spectra
Molecules representing more than 850,000 compounds.
Throughput High throughput capacity to analyze thousands of samples per day.

Continuous monitoring of =500 parameters including pooled replicate samples

Quality Metrics and exogenous system performance standards introduced to each sample.

Common pathways include amino acids, fatty acids, triacylglycerols,
Pathways phosphatidylcholines, eicosanoids, carbohydrates and conjugates, bile acids,
Annotated alcohols and derivatives, sphingomyelins, diacylglycerols, ceramides,

oxylipins, perfluorochemicals, benzoic acids, hydroxysteroids, and steroid esters.

Our rapid, high throughput workflows Minimum Sample Requirements
provide a robust discovery framework « Plasma, Serum, CSF, Urine: 150 pL

to map, at POPU|ati0n-Sca|e, the Fresh-Frozen Tissue: 10 - 20 mg
broad and dynamic landscape of Cells: 1,000,000 per sample
chemical variation in humans - Cell Culture Media: 250 pL
elucidating novel disease mechanisms Stool: 200 mg

and physiological states. « Dried Blood Spots: 1spot

Please inquire about low-input samples or other sample types.



Contextualize and

eXtend fl n d In g S Wit h Biological Contextualization
Dyna m iQTM i nSig hts. We use this large-scale reference

dataset to confirm and contextualize
disease and clinical links of
biomarkers observed in your study

As the only multi-omics partner with a ,
and uncover functional phenotypes.

population-scale molecular-clinical

databa se, we can both an alyze your This contextualization in DynamiQ is included

. . . with relevant Sapient metabolomics studies.
samples and validate the findings in

independent real-world cohorts - as Confirm Preclinical Findings

well as uncover novel biology that can
We help accelerate translation of

circulating biomarkers identified in
early phases with cross-validation in
areal-world cohort to confirm that
observed signals are human-relevant.

differentiate your programs.

Virtual Experiments

We can start by probing our DynamiQ
data to test or validate early study
hypotheses, building mechanistic
e >67,000 pre-characterized plasma evidence without the hurdles of new
samples linked with rich metabolomics, sample collection.
multi-omics, and clinical data

Foundation Models

¢ Longitudinally collected from >12,000 Train Al models on our deep,

individuals to capture dynamic patient longitudinal metabolomics datasets
journeys and disease processes to enable comprehensive mapping of
physiological diversity at a level not
 Diverse diseases and demographics accessible through genomics or

represented routine clinical measures.

Our DynamiQ database gives us the
unique ability to analyze metabolite

Discover more with
and lipid biomarkers discovered in mechanistic context.
your study inindependent human Validate what others can

cohorts, building confidence in their .
only hypothesize.

relevance for translation.




What actionable insights
will our metabolomics &
lipidomics deliver for you?

Dynamic insights to decipher
disease biology & drug response.

Our robust discovery approaches provide a scalable way to
rapidly map functional metabolic states in humans, going
beyond the genome to assay novel biology that can
resolve phenotypic variability.

Translatable biomarker
findings with high-confidence
metabolite identification.

Our metabolite identification capabilities are designed
to maximize definitive identifications of metabolites
that can be advanced for validation.

Multi-omic integration for
any development phase.

As a comprehensive multi-omics partner, Sapient can
generate additional omics datasets in your same samples,
integrate and interpret them, and use the results to guide
advancement of biomarker discoveries to targeted assays.

Faster breakthroughs with
DynamiQ.

Whether using our reference dataset to contextualize
disease and clinical links of key metabolites observed in
your study or to test early hypotheses, DynamiQ provides
a unique solution to rapidly build functional evidence for
advancing the right biomarkers and drug candidates.

Biomarker Discovery
and Validation

Early Disease Detection
and Risk Profiling

Mechanistic Insight
and Pathway Mapping

Metabolic Phenotyping

Patient Stratification
and Precision Medicine

To request a discovery
metabolomics
study, contact

discover@sapient.bio.

Discover more today.

+ sapient.bio
+ discover@sapient.bio
+858.290.7010
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